
Key
Residues of first surface

Residues of second surface

3.0 Hydrogen bond and its length

His 53 Residues involved in hydrophobic
contact(s)

Corresponding atoms involved in hydrophobic contact(s)
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Phe 6(C)

Leu 156(A)

Ala 69(A)

Trp 167(A)

Val 67(A)

Leu 81(A)

Gln 155(A)

Phe 5(C)

Phe 9(A)

Met 45(A)

His 114(A)

Tyr 116(A)

Tyr 123(A)

Gly 4(C)

Pro 7(C)

Leu 9(C)

Ala 1(C)

Trp 3(C)

Leu 2(C)

Val 8(C)

Tyr 7(A)

Tyr 159(A)

Trp 147(A)

Lys 66(A)

His 70(A)

Glu 63(A)

Tyr 99(A)

Thr 143(A)

Asp 77(A)

Tyr 84(A)

Tyr 171(A)

Lys 146(A)


