
Key
Residues of first surface

Residues of second surface

3.0 Hydrogen bond and its length

His 53 Residues involved in hydrophobic
contact(s)

Corresponding atoms involved in hydrophobic contact(s)

2.60

3.18

2.81

3.33

3.31

3.16

3.21

3.22

2.76

3.26

2.83

2.79

 N  

 CA 

 C   CB 

 O  
 CG 

 CD 

 OE1

 NE2

 N  

 CA 

 C  

 CB 

 O  
 CG 

 CD 

 OE1

 OE2

 N  

 CA 

 C  

 CB 

 O  

 OG 

 N  

 CA 

 C  

 CB 

 O  

 CG 

 OD1

 OD2

 N  

 CA 

 C  

 CB 

 O  

 CG 

 CD 

 CE 

 NZ 

 N  

 CA 

 C  

 CB 

 O  

 OG 

 N  

 CA 

 C  

 CB 

 O  

 CG  CD 

 OE1

 OE2

 N  

 CA 

 C  

 CB 

 O  

 CG 

 OD1

 ND2

 N  

 CA 

 C  

 CB 

 O  

 OG 

 N  

 CA 

 C  

 CB 

 O  

 N  

 CA 

 C  

 CB 

 O  

 CG 
 CD 

 OE1

 NE2

 N   CA 

 C  

 CB 

 O  

 CG 

 CD 

 CE 

 NZ 

 N  

 CA 

 C  

 CB 

 O  

 OG 

 N  
 CA 

 C  

 CB 

 O  

 OG 

 N  

 CA 

 C  

 CB 

 O  

 CG 

 CD1

 CD2

 CE1

 CE2

 CZ  OH 
 N  

 CA 
 CD 

 C  

 CB 

 O  

 CG 

 N  

 CA 

 C  

 CB 

 O  

 CG 

 CD  CE 

 NZ 

 N  

 CA 

 C  

 CB 

 O  

 OG 

 N  

 CA 

 C  

 CB 

 O  

 OG 

 N  

 CA 

 C  

 O  

Trp 103H(B)

Phe 44(A)

Phe 466(B)

Trz 215(A)

Leu 345(B)

Tyr 422(B)

Gln 124(A)

Trp 47H(B)

Phe 135(A) Leu 96H(B)

Leu 424(B)

Tyr 49(A)

Phe 94(A)

Phe 118(A)

Tyr 50H(B)

Pro 95(A)
Phe 98L(A)

Leu 36L(A)

Ser 358(B)

Val 393(B)

Leu 400(B)

Gly 427(B)

Val 469(B)

Tyr 87(A)

Phe 96L(A)

Pro 119(A)

Val 133(A)

Leu 160(A)

Thr 164(A)

Ser 174(A)

Asn 35H(B)

Ala 425(B)

Leu 441(B)

Ser 131(A)

Trp 163(A)

Gln 38(A)

Glu 55L(A)

Ser 176(A)

Asp 56(A)

Lys 42(A)

Ser 43(A)

Glu 123(A)

Asn 137(A)

Ser 162(A)

Ala 214(A)

Gln 339(B)

Lys 400C(B)

Ser 401(B)

Ser 480(B)

Tyr 391(B)

Pro 467(B)

Lys 508(B)

Ser 428(B)

Ser 478(B)

Gly 404(B)


