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Residues of first surface

Residues of second surface

3.0 Hydrogen bond and its length

His 53 Residues involved in hydrophobic
contact(s)

Corresponding atoms involved in hydrophobic contact(s)
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Trp 47(H)

Phe 46(L)

His 97(L)

Trp 107(H)

Leu 128(H)

Phe 121(L)

Phe 170(H)

Trp 98(L)

Leu 45(H)

Tyr 126(H)

His 168(H)

Met 176(L)

Tyr 95(H)

Val 38(L)

Phe 100(L)

Thr 140(L)

Mgs 301(H)

Gly 51(L)

Phe 89(L)

Ser 124(L)

Ala 177(L)

Val 103(H)

Pro 127(H)

Tyr 34(L)

His 44(L)

Trp 93(L)

Pro 122(L)

Thr 134(L)

Val 136(L)

Thr 138(L)

Thr 165(L)
Asn 166(L)

Ser 178(L)
Lys 43(H)

Met 93(H)

Gly 131(H)

Leu 145(H)

Val 173(H)

Ala 102(H)

Lys 212(H)

Gln 39(H)

Ser 59(H)

Leu 104(H)

Asp 105(H)

Lys 147(H)

Ser 182(H)

Glu 127(L)

Asn 36(L)

Glu 126(L)

Tyr 180(L)

Glu 40(L) Gly 48(L)

Gly 96(L)


