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Residues of first surface

Residues of second surface

3.0 Hydrogen bond and its length

His 53 Residues involved in hydrophobic
contact(s)

Corresponding atoms involved in hydrophobic contact(s)
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Tyr 96(A)

1PC 227(B)

Phe 174(B)

Trp 47(B)

Phe 135(A)
Trp 103(B)

Phe 89(A)

Phe 98(A)

Leu 160(A)

Leu 45(B)

Tyr 36(A)

Ser 43(A)

Pro 44(A)

Pro 95(A)

Met 175(A)

Tyr 91(B)

Gln 179(B)

Gly 91(A)

Ile 117(A)

Phe 118(A)

Glu 123(A)

His 61(B)

Ser 128(B)

Ala 129(B)

Val 177(B)

Ser 190(B)

Tyr 49(A)

Phe 55(A)

Trp 163(A)

Lys 207(A)

Phe 209(A)

Asn 60(B)

Tyr 102(B)

Tyr 122(B)

Pro 123(B)

Leu 124(B)

Thr 139(B)

Leu 143(B)

Phe 100(B)

Lys 145(B)

Ser 188(B)

Asp 98(B)

Asp 99(B)

Pro 175(B)

Gln 39(B)

Lys 43(B)

His 172(B)

Thr 173(B)

Tyr 32(A)

Ser 174(A)

Ser 176(A)

Tyr 87(A)

Ser 131(A)

Glu 34(A)

Gln 38(A)

Lys 50(A)

Gln 124(A)

Thr 164(A)

Ser 162(A)


